Ant genomics: strength and diversity in numbers.
A recent workshop held at the Arizona State University Center for Social Dynamics and Complexity gathered over 50 prominent researchers from around the globe to discuss the development of genomic resources for several ant species. Ants play crucial roles in many ecological niches and the sequencing of several ant genomes promises to elucidate topics ranging from the genetic basis for social complexity, longevity and behaviour to systems biology and the identification of novel antimicrobial compounds. Unlike other species, most ant genomes are being generated by individual labs and small collaborations without the annotation and computational resources that support prominent model organism genome databases such those for the fruitfly and roundworm. Attendees summarized their current progress and future plans for several ant genomes and discussed how best to coordinate the analysis and annotation of ant sequences to benefit the broad research interests of the social insect community.